Four highly ordered hydrogen-bonded models of β-cyclodextrin (β-CD) and its inclusion complex with benzene were investigated by three different theoretical methods: classical quantum mechanics (QM) on AM1 and on the BP/TZVP-DISP3 level of approximation, and thirdly by classical molecular dynamics simulations (MD) at different temperatures (120 K and 273 to 300 K). The hydrogen bonds at the larger O2/O3 rim of empty β-CDs prefer the right-hand orientation, e.g., O3-H … O2-H in the same glucose unit and bifurcated towards … O4 and O3 of the next glucose unit on the right side. On AM1 level the complex energy was −2.75 kcal mol −1 when the benzene molecule was located parallel inside the β-CD cavity and −2.46 kcal mol −1 when it was positioned vertically. The AM1 HOMO/LUMO gap of the empty β-CD with about 12 eV is lowered to about 10 eV in the complex, in agreement with data from the literature. AM1 IR spectra displayed a splitting of the O-H frequencies of cyclodextrin upon complex formation. At the BP/TZVP-DISP3 level the parallel and vertical positions from the starting structures converged to a structure where benzene assumes a more oblique position (−20.16 kcal mol −1 and −20.22 kcal mol −1 , resp.) as was reported in the literature. The character of the COSMO-RS σ-surface of β-CD was much more hydrophobic on its O6 rim than on its O2/O3 side when all hydrogen bonds were arranged in a concerted mode.
Figure 1:
Crystal structure of heptakis(6-O-triisopropylsilyl)-β-cyclodextrin benzene pyrene solvate; [C 105 H 210 O 35 Si 7,0.5 (C 16 H 10 ), 3.5 (C 6 H 6 )], taken from The Cambridge Crystallographic Data Centre CCDC [9] . Colour code: benzene: red; pyrene: magenta; cyclodextrin corpus: light green; cyclodextrin side chains: dark green; hydrogen bonds: light blue, dotted lines.
Introduction
Cyclodextrins (CD) are a family of conical shaped cyclic oligosacharides consisting of 6-8 (or up to 10) glucopyranose units linked by α-(1→4) glycosidic bonds. At the narrower rim of the truncated cone (O6 side) there is one primary hydroxy group per glucose unit whereas at the wider rim there are two secondary hydroxy groups (O2/O3 side) [1] . Cyclodextrins have many possibilities of forming hydrogen bonds [2] : firstly, cyclodextrin monomers form some intramolecular hydrogen bonds or closed rings of hydrogen bonds at both rims of the cone; secondly, they form intermolecular hydrogen bonds with water molecules in aqueous solution or with included guest molecules that fit into their cavity. This fit is extremely specific: the orientation of one and the same guest molecule inside the cyclodextrin cavity may be opposite in solution and in crystalline state, as was found for 4-fluorophenol in α-CD [3] . The reactivity of aromatic guest molecules, radicals or excited states, was found to be altered because of complex formation with cyclodextrins [4] .
Cyclodextrins form three types of dimers, O2/O3 to O2/O3, O2/ O3 to O6, and O6 to O6. They can also associate to extended stacks in crystalline state or solution, with guest and solvent molecules located inside the cavities, between dimers, or in the channels next to the stacks [5] . The influence of cyclodextrin on a broad variety of molecules was reported: from changes of α-/ β-sheet ratio upon complex formation of cyclodextrins with side chains of proteins [6] , to size control of the electrostatic self assembly of nanoparticles [7] . Also a pH-controlled release of many cyclodextrins in long stacks on polymers, such as polyrotaxanes, combined with mesoporous silica particles was observed [8] .
Complex formation with solvent molecules can take place at the same time in different positions: the crystal structure of heptakis(6-O-triisopropylsilyl)-β-CD benzene pyrene solvate is a nice example for competing solvents that intercalate in the cavity of one β-CD (benzene), between β-CD dimers (pyrene), and in channels outside β-CDs (benzene). The β-CD dimers are connected with hydrogen bonds on their O2/O3 sides ( Figure 1 ).
Investigations of such "flat energy hypersurfaces" due to hydrogen bonds and noncovalent interactions demand several theoretical methods to capture the entire network of forces on which they rely. Molecular dynamics simulations displayed different hydrogen bond patterns of cyclodextrins in crystal and in solution and confirmed the experimental findings of soluble cyclodextrin complexes of cholesterol type versus precipitates of cis/trans-cyclohexadecenone//CDs [10] [11] [12] . MD with λ-dynamics and calculation of the solvation-free-energy differences was used to distinguish amylose helices from cellulose sheets by analysing the different reactivity of oxygen atoms O2, O3 and O6 of the sugar units with and without methylation, in line with experimental data [13] . Cyclodextrin-complex formation with substituted benzenes shows multiple topologies/ configurations (guest up/down) in MD with λ-dynamics [14] . The association constant K a for α-and β-CD inclusion complexes with several benzene derivatives was investigated by a genetic algorithm [15] and neuronal networks [16] . An overview of quantum mechanical methods to study cyclodextrin chemistry is given in [17] . The COSMO-RS solvation model [18] allows for calculations of several thermodynamic properties [19] once the polarisation charge surface of molecules has been determined by DFT calculations. With the current implementation of COSMO-RS, hydrogen-bond energies are predicted within 0.36 kcal mol −1 relative to QM dimer calculations [20] .
The necessity to understand the function of cyclodextrins in all details arises from their many applications in industry [21] , agriculture, food [22] and health care [23] . Cyclodextrins and their complexes are produced in large industrial processes [24] [25] [26] . Our intention for this study was to find a "modular, robust molecular-modelling workflow" for how to analyse the formation of cyclodextrin complexes for many guest molecules in general, before extensive experimental work is carried out. Lemon grass oil [27] or retinol [23] can serve as typical molecular examples of the "practical industrial workbench". To reach reasonable structures of these complexes we need to construct several models because of (a) isomers, (b) n:m guest/host stoichiometry, (c) preferred cyclodextrin cavity size, etc. We start here with the first step, the empty β-CDs, their subtle but strongly influential hydrogen bonds, and their complex formation with the simplest aromatic molecule of highest symmetry without substituents, i.e., benzene [28] .
Methods
While calculating several cyclodextrin complexes with molecular dynamics [29] , semi-empirical AM1, classical quantum mechanics [30] and COSMO-RS (Turbomole) [31] , we observed that the orientation of all hydrogen bonds of the cyclodextrins already played a crucial role when the initial structures were constructed. It was not sufficient just to take the "normal route" of using the energetically lowest-lying structures from MD trajectories, and then proceed to AM1 and further to QM optimizations; on the contrary, these structures turned out not to be the best ones possible. The best ones in QM finally were those that had hydrogen bonds oriented as symmetrically as possible. Therefore, we started with such manually constructed models and their AM1 optimisations.
Step 1: Our four β-CD models are conformers; all the hydrogen bonds of each rim are oriented in the same direction. We named them BCDO23lO6l, BCDO23rO6l, BCDO23lO6r and BCDO23rO6r, referring to their manually constructed hydrogen-bond orientations when looking either at their O2/O3 or O6 rim (l = left hand, r = right hand orientation) by using GaussView [30] . Each model was optimised until convergence was reached "AM1 (opt=calcall, verytight)" by using the Gaussian9W program [30] . Molecular properties, such as energy, dipole moment, HOMO/LUMO molecular orbitals and IR spectral data, were analysed with GaussView.
Step 2: The four AM1 optimised β-CD models were used as starting structures in our QM calculations by using Turbomole v. 6.4 with COSMO-RS [31] . Two models were calculated for each structure, i.e., the structure in vacuo (.energy files) and the COSMO-RS structure (.cosmo files), the latter being optimised in a dielectric field with the dielectric constant of water (the value of the dielectric constant is a variable in the COSMO-RS program and can be chosen by the user). Up to now it was possible to calculate molecular structures with COSMO-RS on DMOL, BP/SVP or BP/TZVP level of approximation. Our trial to optimise the β-CD complexes with BP/TZVP failed: not always but in several cases, here, for example, the benzene guest was expelled for the BCDbenzeneO23lO6r conformers. Now, however, the current version of Turbomole allows the calculation of more detailed energy hypersurfaces especially for hydrogen bonds (keyword BP-TZVP-DISP3) since Grimme's dispersion corrections for nonbonded interactions were implemented recently [32] . The current release of COSMO-RS C30_1201 allows, for the first time, a more detailed σ-surface to be calculated (BP/TZVPD-FINE), but for the time being as single points (SP) only. COSMO-RS structures are saved in COSMO databanks to perform graphical and thermodynamic analysis with COSMOthermX [19] . In this study we used the BP/TZVP-DISP3 method to calculate the β-CD models, and with this method no benzene molecule was expelled from the β-CD cavity any more.
Step 3: Starting from the neutron diffraction study of β-CD [33] we constructed one model named "BCDcry" of one β-CD by adding hydrogen atoms using the Visualizer of Materials Studio v. 5.5 [29] . Additionally, we used the four empty β-CDs of the in vacuo runs (BP/TZVP optimised .energy files) and the two best structures from the AM1 optimisations, BCDO23rO6l/ In detail: After force-field geometry optimisations the structures were heated up each from 0 to 3 K, to 100 K, to 200 K, and to 300 K. Finally at 300 K a trajectory of 6000 ps length was calculated using an integration step of 1 fs. From the last 2000 ps of the trajectories the averaged total energy E tot <4000-6000>, averaged hydrogen-bond energy E HB <4000-6000>, and the averaged hydrogen-bond distance and angle were calculated.
Next, the energetically two best optimised AM1 structures (BCDO23rO6l with benzene included in parallel and vertical positions) were used as starting structures and simulated at 300, 290, 280, and 273 K for 500 ps each, and their release of the guest was analysed from these trajectories.
Results and Discussion

AM1 Calculations
The four conformers of empty β-CD
The BCDO23rO6l structure turned out to be the lowest energy conformer, also having the lowest dipole moment of only 0.5618 Debye (dipole-moment components x = 0.0; y = 0.0; −z = 0.5618) pointing from the O6 rim towards the O23 rim of the cone. This structure is so symmetric that all its Mulliken partial atomic charges on all types of oxygen atoms were identical, e.g., equal to each average number (Table 1) Table 1 ); O2 and O3 have small ranges (−0.333 to −0.335 and −0.345 to −0.347) but some differences can be observed in the O4 values, i.e., −0.288 to −0.296. These subtle differences were just given as a few examples here in the text (e.g., they are not given in Table 1 ) since they may be of importance during guest inclusion or reactivity. The Mulliken partial atomic charges of the benzene molecule in D 6h symmetry were C: −0.130 and H: +0.130.
The four conformers of the β-CD complexes with benzene in a parallel or vertical position
All four conformers of the complexes preferred the inclusion of benzene in a parallel position ( Table 2 ). The energetic order of the benzene complexes and their sequence of dipole moments was qualitatively the same as for the empty ones: BCDO23rO6l, BCDO23rO6r, BCDO23lO6l, and BCDO23lO6r. Benzene was slightly distorted in each cavity, as can be seen from its energy and dipole moment inside the complex. Inside the β-CD/ benzene complex the benzene neither in a parallel position nor in vertical position adopted an exact central position as displayed in Figure 2 .
Our calculated AM1 HOMO/LUMO gaps of empty β-CD conformers, of benzene D 6h (Table 1 ) and the eight complexes (Table 3) are of the same order of magnitude as the values calculated with PM3 in the literature [34] where they found for β-CD 12.44 eV, for benzene 10.15 eV and for the β-CD/ benzene complex 10.15 eV. These authors found β-CD/benzene Here, our best conformer, BCDbenzeneparallelO23rO6l, displays an energy of complex formation (1) of −2.75 kcal mol −1 (Table 3) , followed by the complex conformer BCDbenzeneverticalO23rO6l with −2.46 kcal mol −1 . This is in very good agreement with the experimental value from [34] . All our other complex conformers have positive ΔE complexation values, up to BCDbenzeneverticalO23lO6r with +9.69 kcal mol −1 , and thus are endothermic, Table 3 .
IR spectra of empty β-CD conformers and their inclusion complexes
The most important lines of the calculated AM1 IR spectra are given in Table 4 . The IR bands of benzene at 744, 1145, 1579 and 3194 cm −1 were characteristically shifted in the parallel versus the vertical complex. Especially the 3194 cm −1 H-C benzene stretch was split into a range from 3150 to 3199 cm −1 . Very interesting and easy to see was the concerted movement of all hydrogen bonds at the O23 and O6 rim: the empty β-CD's a Sum of (n) intensities within the given frequency range for a cluster of the same type (bold). H-O2 stretch at 3419 cm −1 was spread out to a range from 3414 to 3421 cm −1 , the H-O6 stretch at 3453 cm −1 was spread out from 3447 to 3453 cm −1 , and the β-CD's H-O3 stretch at 3457 cm −1 from 3455 to 3456 cm −1 as a result of the interaction with the guest molecule. In general, the shifts were subtle; it seemed that the benzene itself was influenced very little if at all, the cyclodextrin on the contrary was substantially influenced in its frame vibrations over a wider range, its splitting most probably being caused by the "rigid benzene wheel" it had included, see Figure 3 . Interestingly, the concerted hydrogen-bond movements at the rims of β-CD rims were easily identified, for example in the BCDbenzeneparallelO23rO6l complex. Here, at 445 cm −1 , all hydrogen atoms bound to O6 atoms concertedly moved up and down the almost perfect plane of O6 oxygen atoms (marked H(O6) up/d in Table 4 ).
Since our two stable β-CD/benzene complex conformers (parallel and vertical) were energetically close neighbours with only 0.29 kcal mol −1 energy difference calculated at 0 K, the experimental spectrum at room temperature should display all cyclodextrin absorptions, i.e., both our conformers exist at the same time.
Summarised result of the AM1 calculations AM1 energy/geometry optimisations in vacuo at 0 K showed that the β-CD/benzene complex with all hydrogen bonds at the O2/O3 rim in a right-hand orientation and at the narrower O6 rim in a left-hand orientation can include benzene in a parallel (best energy) or vertical position (higher in energy by only 0.29 kcal mol −1 ); both conformers were thermodynamically allowed. The HOMO/LUMO gap of the empty β-CD with about 12 eV was lowered to about 10 eV in the complex. The β-CD/ benzene inclusion complex was formed only by weak noncovalent interactions, which influence the IR lines of the β-CD most at its frame frequencies and at highly ordered concerted movements of its hydrogen bonds. The IR frequencies of benzene were influenced only marginally upon inclusion.
COSMO-RS calculations with Turbomole Quantum mechanical geometry/energy optimisations
For the four empty β-CD models, for benzene in D 6h geometry, and for all eight BCD/benzene complexes, quantum mechanical geometry/energy optimisations with Turbomole and the implemented COSMO-RS method were performed at 0 K. For all starting structures the AM1 optimised geometries were used, and the results are given in Table 5 for the calculations in vacuo, and in Table 6 for the calculations in the COSMO-RS dielectric field of water (no explicit water molecules, but instead dipoles that model the dielectric field of the solvent are used by this method [18] ).
The empty BCDO23rO6l model is still the lowest energy conformer among the four in vacuo (Table 5) , but now the BCDO23lO6l is second and energetically close (0.26 kcal mol −1 ), followed by BCDO23rO6r with 2.17 kcal mol −1 and BCDO23lO6r with 2.3 kcal mol −1 higher. In aquo (Table 6 ) the empty hydrogen bond model BCDO23rO6l was again the most preferred (Figure 4 ).
Although all optimisations were started from the AM1-optimised parallel and vertical geometries (from which the naming stems), the BP/TZVP-DISP3 method with its enhanced description of dispersion forces led in general to structures in which the benzene molecule adopts a more oblique position [14, 20, 32] . The whole energy hypersurface of β-CD complexes is rather flat, and therefore it is difficult to identify the many local minima [17] . Therefore, geometry optimisations of β-CD complexes still remain a multiple-minimum problem in general. The COSMO-RS method combines these identified multipleminima structures as a set of conformers in a databank (which is updated principally when new minima are identified by more sensitive theoretical methods). From these sets the thermodynamic properties of the material at various temperatures can be calculated (by analytical formulas with COSMOthermX) more realistically than for one structure only [18] [19] [20] . Molecules adopt many conformers at temperatures higher than 0 K, which will be shown for the β-CD/benzene complex by MD simulations in the next section. The energetically best structure of the BCD/benzene complex in vacuo due to the BP/TZVP-DISP3 method resulted from the BCDO23rO6l/benzenevertical starting structure. The AM1 favourite BCDO23rO6l/benzeneparallel model followed second with 0.06 kcal mol −1 above, and the others were higher up to a maximum of 2.34 kcal mol −1 (BCDO23lO6r/benzeneparallel), Table 5 . All optimised BP/ TZVP-DISP3 COSMO-RS energies in aquo were lower than the corresponding ones in vacuo, which is reasonable (Table 6 ).
Here the BCDO23rO6l hydrogen-bond starting models remained the best ones after energy/geometry minimisations, for the empty β-CD and for the complex as well.
The BP/TZVP-DISP3 energies of complex formation were calculated from the data of Table 5 and Table 6 by Equation 1 and are shown in Table 7 . All energies of complex formation ΔE Complexation in vacuo and in aquo were negative, indicating that the complexes will be formed. The complex structures of the reactions with the lowest energies were BCDO23rO6l/ benzeneparallel in aquo and BCDO23rO6l/benzenevertical in vacuo. , which were mostly located at the O23 rim. Hydrophobic areas (coloured green/yellow) can be observed easily inside the BCDO23rO6l empty model (caused by its O6 highly ordered hydrogen-bond rim) and the whole surface of benzene while sitting inside the cyclodextrin cavity.
Consequences for thermodynamic analysis
The basis of thermodynamic analysis with COSMOthermX [18] [19] [20] is the so called σ-profiles and σ-potentials of each molecule, which show the characteristic differences in the electrostatic molecular surfaces that are calculated quantum mechanically at 0 K for molecular conformers of up to 10 kcal mol −1 in the standard COSMO databases. These σ-profiles and σ-potentials were calculated with COSMOthermX for the empty β-CD models and are displayed in Figure 6 and Figure 7 . Especially the σ-potentials (Figure 7) showed that the empty β-CD models were split into two groups. One group had the two hydrogenbond models with all hydrogen bonds in the left-hand orientation (O23l), the other one with the two models with right-hand (O23r) orientation. This mirrored quantitatively the result of how much the two energetically preferred O23r models were closer to each other and were most different from the two O23l models, regardless of which orientation the hydrogen bonds had at the O6 rim. By the time these four empty β-CD models have been combined into one set of β-CD conformers and stored like this in the COSMO database, thermodynamic analysis with COSMOthermX will take into account these differences and give more accurate results for many material properties over a wider temperature range than with simple "one-molecule sets" [18] [19] [20] .
Summarised result of the COSMO-RS calculations
In aquo the hydrogen-bond model BCDO23rO6l was again the most preferred, not only among the empty β-CD conformers but also as the BCDO23rO6l/benzene parallel complex model. According to the quantum mechanical COSMO-RS calculations, all empty β-CD and all complex conformers of β-CD/ benzene were thermodynamically allowed, i.e., the complexes should be formed. The highest relative energy of all conformers was less than 2.4 kcal/mol −1 in vacuo and less than 6.4 kcal mol −1 in aquo. The benzene molecule adopted an oblique position in the inclusion complex. The σ-surface of the empty β-CD "looked" more hydrophilic from the outside at its O2/O3 side (red and blue) than from the O6 side (only red and yellow/green). From the inside, the O6 rim of β-CD "looked" hydrophobic.
Molecular-dynamics simulations
The empty cyclodextrin at 300 K
The "highly ordered hydrogen bonds" of the BCDO23lO6l, BCDO23rO6l, BCDO23lO6r and BCDO23rO6r models cannot be observed at 300 K where the temperature is high enough to make the β-CDs flexible and the energy barriers of hydrogen bonds are overcome. As was observed in the neutron diffraction studies of β-CDs at 300 K [33] and 120 K [35] the temperature determined the hydrogen-bond distribution. In the MD simulations started from the "highly ordered" 0 K AM1 models the hydrogen bonds switched to more disordered arrangements. For comparison the crystal structure model of 300 K was added.
The starting structures and the energetically best frame from the last 2000 ps of the 6000 ps trajectories are displayed in Figure 8 , Figure 9 and Figure 10 . Only the two energetically best models are shown: BCDO23rO6l and BCDO23rO6r. The Compass-E tot energy of BCDcry was higher in the starting structure than in the best frame of the trajectory at 300 K, which accounts for the number of packing forces in the crystal that deformed the cyclodextrin monomer in vacuo. For the two other models BCDO23rO6l and BCDO23rO6r this was reversed; their "highly ordered hydrogen-bond structures" in vacuo from the start were energetically lower than their structures from their best frames of the trajectories at 300 K, because they "lost their hydrogen-bond stabilisation" and became flexible instead. All starting structures had much higher hydrogen-bond energies (analysis using Dreiding force field) than the best structures from their trajectories.
The five MD trajectories of the empty β-CD models had the following averaged energies (Compass force field): BCDcry 311.15 kcal mol −1 , BCDO23lO6l 304.26 kcal mol −1 , BCDO23lO6r 304.02 kcal mol −1 , BCDO23rO6l 295.14 kcal mol −1 and BCDO23rO6r 291.22 kcal mol −1 . According to this the BCDO23rO6r model was the lowest energy conformer, closely followed by the BCDO23rO6l model, which was the best conformer in the AM1 method. This means, that the hydrogen bonds at the larger O2/O3 rim of empty β-CDs preferred the right-hand orientation, i.e., O3-H … O2-H in the same glucose unit and bifurcated towards O4 and O3 of the next glucose unit on the right side.
The β-CD/benzene complex at different temperatures from 300 K to 120 K
The MD trajectories of the parallel and vertical BCDO23rO6l model were practically the same since the benzene guest changed its position already in the first few pico seconds, and later a significant difference could not be observed any more. It was observed that the benzene guest left the cyclodextrin host at slightly different times, depending on the temperature, (Figure 11 ). At 120 K benzene was always inside the cyclodextrin cavity. "Inside the cavity" was defined by a distance of up to 2 Å between the centre of mass of benzene and the seven O4 oxygen atoms of the β-CD that define a plane in the middle of the torus. At 273 K this distance extended up to 3 to 4 Å starting at about 140 ps, and at about 320 ps it became longer than 5 Å indicating that now benzene had left the cavity without return. At 280 K and 290 K these events appeared earlier, at 140 ps/160 ps and 50 ps/125 ps, respectively. This was in good qualitatively agreement with the complex formation constants that were experimentally determined from UV spectra in [34] and showed that the complex was more stable at lower temperatures. At 300 K benzene tried to leave the cavity early at the O6 side, but always returned. It spent most of the time at a greater distance of about 4 to 5 Å to the O4-plane of β-CD and finally left the cavity on the O2/O3 side as all the others did, but later at 2400 ps. Benzene had a high mobility in many geometrical positions in these trajectories, and the most characteristic ones from the trajectory at 300 K are shown in Figure 12 . Figure 13 displays how different the energies of the β-CD/benzene complex were during the MD trajectory at 290 K.
Summarised result of the molecular dynamics simulations
Molecular dynamics simulations at different temperatures (120 K to 300 K) displayed qualitatively correctly the dynamics of the β-CD/benzene complex. Benzene accepted many different positions inside the β-CD cavity before it finally left at the O2/O3 side. The highly ordered hydrogen bonds at the O6 or O2/O3 rim were not existent at these temperatures and thus were a phenomenon of very low temperatures. Since quantum-mechanical calculations lead to these highly ordered optimised structures, they represent the lowest energy conformers in vacuo at 0 K. Nevertheless, they will be the basis for the assumptions of the COSMO-RS method and its thermodynamic formulas and calculations/extrapolations based on the energetically lowest single-molecular states, plus conformers on top of that, up to 10 kcal mol −1 . These conformer ensembles will make it possible to calculate several thermodynamic properties at room temperature and above, not only for the gas phase but also for the liquid and solid states of matter made from these molecules.
Conclusion
The β-CD/benzene AM1 energies of complex formation after geometry optimisations for both positions of the guest, parallel and vertical were −2.75 kcal mol −1 and −2.46 kcal mol −1 , respectively. The concerted highly ordered hydrogen bonds at the O2/O3 and O6 rims of cyclodextrin had a strong influence on the structures. This was confirmed by the calculated AM1 IR spectra, which showed that the β-CDs O-H frequencies were mostly split up upon complex formation with benzene. The HOMO/LUMO gap of the empty cyclodextrin with about 12 eV was lowered to about 10 eV in the complex, in agreement with other calculations (PM3) from the literature. All four hydrogenbond models studied here (BCDO23lO6l, BCDO23rO6l, BCDO23lO6r and BCDO23rO6r) were energetically advantageous after geometry optimisations with BP86/TZVP-DISP3 in vacuo and in aquo, their relative energies were, all but one, less than 3.2 kcal mol −1 . The character of the COSMO-RS σ-surface of β-CD was much more hydrophobic on its O6 rim than on its O23 side when all hydrogen bonds were arranged in a concerted mode. COSMO-RS BP/TZVP-DISP3 calculations in vacuo and in aquo (dielectric field approximation) preferred an oblique position (over parallel or vertical) of benzene inside the β-CD cavity and suggested energies of complex formation up to 20.2 kcal mol −1 in vacuo and of about 16 kcal/mol −1 in aquo.
The static picture of these energetically lowest structures of the β-CD/benzene complex at 0 K was extended by the molecular dynamics simulations at different temperatures (120 K to 300 K). They displayed qualitatively correctly the dynamics of the β-CD/benzene complex, which was more stable at lower temperatures, especially at 120 K. Benzene accepted many different positions inside the β-CD cavity before it finally left at the O2/O3 side (273 to 300 K). The highly ordered hydrogen bonds at the O6 or O2/O3 rim were a subtle phenomenon at very low temperatures. Still, we assume that hydrogen bonds of cyclodextrins nevertheless play a crucial role in all their special properties, i.e., their many inclusion complexes and remarkable influence on reactions, catalysis and supramolecular structures.
